Catabolite activation

ATP
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e Second layer of control
» Cells prefer glucose so use that up first
* Low glucose results in high cAMP
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— CRP Is a homodimer of two 210 amino acids subunits
— Contains a helix-turn-helix DNA binding motif

 CRP-cAMP binds to CRP-site on DNA

— Region -65 to -55
 Aids formation of RNA poly promoter complex
 Lactose operon is turned on more efficiently



 Many factors involved In transcription
— More binding sites & elements: greater regulation

» Additional factors, additional WNA binding sites
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Co-operative binding of factors
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