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termified by DNA
Primary structure of a protein that determines its ultimate shape and hence its function
Change in a single amino acids can lead to a change in the shape of the protein and may
stop it carrying out its function
e A simple protein may consist of a single polypeptide chain

e Linked amino acids that make up a polypeptide possess both -NH and -C=0 groups on
either side of every peptide bond

e [Hydrogen of the -NH group has an overall positive charge while the O of the -C=0
group has an overall negative charge

o These 2 groups therefore readily form weak bonds called hydrogen bonds causing the
long polypeptide chain to be twisted into a 3D shape, such as the coil known as an o -

helix



