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An example seq u%@g@\mq@A%TQ format is:
@SEQ%WE&@A of 24
GTGURAGTTT TAGGGCATGGCAAAGAGTCAGAATTTGAC
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Protein Structure File Format
Uk

*PDB - the F;([\)@Oxﬁﬁbgff%or'mat is used to store both
seq@eﬁ'%\l\li\g;@?r%(t)?on, but more importantly stores 3-
dimensional structure information. This information can
be used to visualize the crystal structure of a protein.

PDB files are simply text files, thus can be viewed with a

text editor, and often have the file extension ".pdb’".



